Prox 1, a likely mouse homologue of the Drosophila homeobox gene prospero has been cloned and its expression pattern analyzed during development. In Drosophila, prospero is expressed in the developing CNS, lens-secreting cone cells of the eye, and midgut. In the mouse, Prox 1 is expressed in many of the same tissues: young neurons of the subventricular region of the CNS, developing eye lens and pancreas. Expression is also detected in the developing liver and heart, as well as transiently in the skeletal muscles. The similarities in protein sequence and expression patterns between the mouse and fly cognate genes suggest that Prox 1 may play, among others, a fundamental role in early development of the murine CNS.
Introduction
The differentiation of the nervous system is a central process in the early development of most organisms, and the molecular mechanisms underlying the generation of neuronal diversity are mostly unknown. In vertebrates, initially the embryonic neural tube is composed of an undifferentiated neuroephitelium. According to the position along the antero-posterior (A-P) and dorso-ventral (D-V) axes, the ceils will differentiate and produce distinct neuronal structures. After closure, the neural tube differentiates along the A-P axis into spinal cord and three brain vesicles: forebrain, midbrain and hindbrain. The mechanisms that control the specification of the different regions in the vertebrate body, including the nervous system, are probably established by a complex network of regulatory factors, similar to those that are involved in Drosophila devel- reviews see McGinnis and Krumlauf, 1992; Kessel and Gruss, 1990; Gruss and Walther, 1992) . However, very little is known about the mechanisms that control the production of the different neuronal and glial populations from the undifferentiated embryonic neuroepithelium. The accepted criterion is that cells will migrate from the mitotically active ventricular neuroepithelium towards the peripheric flanking population where they will become mostly non-dividing neurons and glia cells. These will differentiate and produce all the different neuronal populations of the grey matter and glia of the white matter in a process which in mammals ends before or soon after birth. The genes involved in this precise and complex mechanism that generates neuronal diversity are unknown. The identification in the vertebrate genome of genes similar to those that are known to regulate CNS development in Drosophila has been one of the approaches used towards answering this question.
The Drosophila CNS originates from a monolayer of ventral ectodermal cells called the neurogenic region (for review see Campos-Ortega and Hartenstein, 1985) . Neurogenesis begins when individual cells within the ventral neurogenic region delaminate into the embryo
